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Diversity and ecological functions of marine viruses

Zheng Xiaowei Huang Li

(State Key Laboratory of Microbial Resources, Institute of Microbiology, Chinese Academy of Sciences, Beijing 100101)

Abstract Marine viruses are hugely abundant and extraordinarily diverse. They serve a pivotal role in the
regulation of the Earth’s ecosystem and the cycling of key elements. This article provides a brief overview
on latest developments in research on marine viruses and a perspective on future research directions in this

fast growing field.
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